Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.059; wR factor = 0.158; data-to-parameter ratio = 17.0.
In the title compound, C 15 H 15 N 5 O 4 S 2 , the dihedral angles between the central 1,2,4-triazole ring and the pendant benzene rings are 55.61 (10) and 68.59 (10) ; the dihedral angle between the benzene rings is 63. 66 (9) . Intramolecular N-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds generate S(7) and S(12) rings, respectively. In the crystal, sheets extending in the (101) plane arise, with the molecules linked by C-HÁ Á ÁO, N-HÁ Á ÁN and N-HÁ Á ÁO interactions. A C-HÁ Á Á interaction further consolidates the structure.
Related literature
For background to benzisothiazole derivatives, see: Siddiqui et al. (2007) ; Siddiqui, Ahmad, Khan et al. (2008) ; Siddiqui, Ahmad, Siddiqui & Parvez (2008) . For related crystal structures, see: Carlsen et al. (1995) . For graph-set notation, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg1 and Cg3 are the centroids of the C7/N2/C8/N3/N4 and C10-C15 rings, respectively. Symmetry codes: (i) Àx þ 1 2 ; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx; Ày þ 2; Àz þ 1; (iii) x; y À 1; z; (iv) Àx À 1 2 ; y À 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. In continuation to our research work on the synthesis of benzisothiazole derivatives (Siddiqui, Ahmad, Khan et al., 2008; Siddiqui, Ahmad, Siddiqui & Parvez, 2008) , the title compound (I), (Fig. 1) is prepared from hydrazine and commercial source of saccharin.
The crystal structures of 4-methyl-3,5-diphenyl-4H-1,2,4-triazolethe has been published which is also related to (I).
In (I), the phenyl rings A (C1-C6), B (C10-C15) and the 4-methyl-4H-1,2,4-triazole moiety C (C7-C9/N2-N4) are planar with r. m. s. deviation of 0.0079 Å, 0.0051 Å and 0.0310 Å, respectively. The dihedral angle between A/B, A/C and B/C is 63.66 (9)°, 68.59 (1)° and 55.61 (10) (Table   1) interactions which also play role in establishing the structure.
For the synthesis of title compound, hydrazine monohydrate and saccharin were used as the starting materials following a reported procedure (Siddiqui et al., 2007) . Colourless needles of (I) suitable for X-ray crystallographic study were grown from methanol at room temperature. m. p. = 483-484 K. FT-IR: (KBr, cm -1 ): 3296, 3263 (NH and NH 2 ), 2987 (Ar. CH), 1651 (C═ N), 1541 (NH def.), 1454 (CH def.), 1315, 1151 (SO 2 ).
Refinement
The coordinates of H-atoms of amino groups were refined. The H-atoms were positioned geometrically (C-H = 0.93-0.96 Å) and refined as riding with U iso (H) = xU eq (C, N), where x = 1.5 for methyl groups and x = 1.2 for all other Hatoms. View of the title compound with displacement ellipsoids drawn at the 50% probability level. The dotted lines represent the intramolecular hydrogen bonds.
Computing details

Figure 2
The partial packing (PLATON; Spek, 2009) which shows that molecules form two dimensional polymeric network in the plane (101). 
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.05268 ( Geometric parameters (Å, º) S1-O1 1.433 (2) C4-C5 1.384 (5) S1-O2 1.427 (2) C5-C6 1.390 (4) S1-N1 1.592 (3) C6-C7 1.466 (4) S1-C1 1.784 (3) C8-C10 1.466 (3) S2-O3 1.433 (2) C10-C11 1.408 (2) S2-O4 1.432 (3) C10-C15 1.395 (4) S2-N5 1.610 (3) C11-C12 1.381 (2) S2-C11 1.783 (2) C12-C13 1.373 (4) N2-C7 1.367 (4) C13-C14 1.378 (5) N2-C8 1.362 (4) C14-C15 1.376 (6) N2-C9 1.405 (3) C2-H2 0.9300 N3-N4 1.382 (4) C3-H3 0.9300 N3-C8 1.315 (4) C4-H4 0.9300 N4-C7 1.313 (4) C5-H5 0.9300 N1-H1B 0.95 (4) C9-H9A 0.9600 N1-H1A 0.82 (4) C9-H9B 0.9600 N5-H5B 0.83 (4) C9-H9C 0.9600 N5-H5A 0.94 (4) C12-H12 0.9300 C1-C6 1.408 (4) C13-H13 0.9300 C1-C2 1.387 (4) C14-H14 0.9300 C2-C3 1.393 (5) C15-H15 0.9300 C3-C4 1.363 (5) 
